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Why is 
Omicron 
causing 
such 
alarm?

Scientists are concerned for two main reasons. One 
is epidemiological and relates to the speed with 
which the variant that emerged this month is 
spreading in South Africa, particularly in Gauteng 
province.

Daily cases have more than tripled in South Africa 
since Tuesday, with 2,828 cases recorded on Friday. 
Early testing results indicated that 90 per cent of 
the new cases on Wednesday in Gauteng were 
caused by the new variant.

the R value, which measures an epidemic’s growth 
rate, was estimated at 1.93 for Gauteng, where 
Omicron is concentrated. This compared with 1.47 
for South Africa as a whole.







What is the B.1.1.529 lineage?

This lineage possesses a high number of mutations previously seen 
in other SARS-CoV-2 variants of interest (VOI) or variants of concern 
(VOC) but also other mutations which are novel.

At the present, the B.1.1.529 lineage is relatively distinct from the 
C.1.2, Beta and Delta variants and has a different evolutionary 
pathway.

One of these changes can be detected through standard diagnostic 
tests that target the S gene, which allows detection of this lineage in 
South Africa without sequencing data.





Mutation list



The 50 mutations on the new B.1.1.529 
variant-The key mutations.



Receptor binding domain

• 15 of the mutations are on the “receptor binding domain” — which acts like a “grappling 
hook” for the Sars-Cov-2 virus to enter human cells.

• The Delta variant which accounts for almost all sequenced cases worldwide dented the 
effectiveness of vaccines with just three mutations in this region.



Will these mutations affect test sensitivity?





Does infection with 
B.1.1.529 result in 
similar symptoms 
as with other 
variants?

• Currently no unusual symptoms have been reported 
following infection with the B.1.1.529 variant and as with 
other variants some individuals are asymptomatic.



Will these 
mutations affect 
vaccine 
effectiveness, 
disease severity, 
and 
transmissibility?

• SARS-CoV-2, like all viruses, changes with time, with 
mutations that afford the virus some kind of advantage
being selected for in recent infections.

• While some of the mutations in the B.1.1.529 lineage have 
arisen in other SARS-CoV-2 variants of concern or variants 
of interest, we are being cautious about the implications, 
while we gather more data to understand this lineage.



Will these 
mutations affect 
vaccine 
effectiveness, 
disease severity, 
and 
transmissibility?

• Based on our understanding of the mutations in this 
lineage, partial immune escape is likely, but it is likely that 
vaccines will still offer high levels of protection against 
hospitalisation and death.

• Vaccination remains critical to protect those in our 
communities at high risk of hospitalisation and death, to 
reduce strain on the health system, and to help slow 
transmission.

• Non-pharmaceutical interventions (NPIs) are still proven 
to prevent the spread of all SARS-CoV-2 viruses.



Take home message




